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The information of TREX1 and TREX2 has been changed in
NCBI data base (http://www.ncbi.nlm.nih.gov). Therefore,
we would like to update the gene and SNP nomenclatures
as in following Table 1 and Fig. 1. Our conclusion should
be revised as “ATRIP polymorphism ¡455G>C showed
protective eVect on the production of anti-Ro Ab, and
TREX1 +696C>T in exon 1 and ATRIP-TREX1 ht2 [G–T–
C–T] showed also protective eVect on the production of
anti-dsDNA Ab.”

The online version of the original article can be found under 
doi:10.1007/s00296-007-0509-0.
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Fig. 1 Gene map and haplotypes of ATRIP/TREX1 and UCHL5IP/
TREX2 genes. Coding exons are marked by black blocks, and 5� and 3�
UTRs by white blocks. The Wrst base of the translational start site is de-
noted as nucleotide +1. Asterisks indicate polymorphisms genotyped in
a larger population (n = 1,053). The frequencies of polymorphisms not
subjected to larger scale genotyping were based on sequence data
(n = 24). A1 Polymorphisms of ATRIP/TREX1 identiWed on chromo-
some 3p21.3-p21.2. A2. LD coeYcients (|D�| and r2) among ATRIP/
TREX1 polymorphisms. A3 Haplotypes of ATRIP/TREX1 exhibiting
frequencies ¸0.05. Others asterisks contain rare haplotypes: CCCC,
CTCC, GCCC, and CCTC. B1 Polymorphisms of UCHL5IP/TREX2

identiWed on chromosome Xq28. B2. LD coeYcients (|D�| and r2)
among UCHL5IP/TREX2 polymorphisms. B3 Haplotypes of
UCHL5IP/TREX2 exhibiting frequencies ¸0.05. Others double aster-
isks contain rare haplotypes: GGCT, GACC, CGTC, CGCT, and
CGCC. Reference sequences of ATRIP/TREX1 was based on the geno-
mic contig, NT_022517 and mRNA transcripts, NM_130384 and
NM_016381 for ATRIP and TREX1, respectively. Reference sequenc-
es of UCHL5IP/TREX2 was based on the genomic contig, NT_011726
and mRNA transcripts, NM_207107 and NM_080701 for UCHL5IP
and TREX2, respectively

A1. Map of ATRIP/TREX1 on 3p21.3-p21.2 (23 kb) 

Ex1    2                    3           4                   5                     10                  11       Ex1      2

B1. Map of UCHL5IP/TREX2 on Xq28 (27 kb)
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Table 1 Updated information 
of genetic polymorphisms

Old information Updated information

Gene Name Location Gene Name Location

TREX1 ¡21282G>C Promoter ATRIP ¡1477G>C Promoter

¡21074A>G Promoter ¡1269A>G Promoter

¡20717G>A Promoter ¡912G>A Promoter

¡20702A>C Promoter ¡897A>C Promoter

¡20260G>C Promoter ¡455G>C Promoter

¡20144G>A Promoter ¡339G>A Promoter

¡19863G>C Promoter ¡58G>C Promoter

¡2753A>G Intron 17053A>G Intron9

¡890C>A 5�utr TREX1 ¡725C>A 5�utr

¡389T>C 5�utr ¡223T>C 5�utr

¡381C>T 5�utr ¡215C>T 5�utr

531C>T, Tyr177Tyr Exon16 +696C>T, Y232Y Exon1

TREX2 ¡23386G>C Promoter UCHL5IP ¡641G>C Promoter

¡14703G>A Intron4 +8043G>A Intron4

¡7279C>T Intron8 +15467C>T Intron8

+1747C>T Exon1 (UTR) TREX2 ¡670C>T Exon1 (UTR)

ATRIP ATR (ataxia-
telangiectasia and RAD3-
related)-interacting protein 
(MIM # 606605), TREX1  
3-prime @repair exonuclease 1 
(MIM # 606609), UCHL5IP 
UCH37-interacting protein 1 
(MIM # 300540), TREX2  
3-prime @repair exonuclease 1 
(MIM # 300370)
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