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Author Correction: High-coverage whole-genome analysis of
1220 cancers reveals hundreds of genes deregulated by
rearrangement-mediated cis-regulatory alterations

Yiqun Zhang, Fengju Chen, Nuno A. Fonseca , Yao He, Masashi Fujita ,
Hidewaki Nakagawa, Zemin Zhang, Alvis Brazma , PCAWG Transcriptome
Working Group*, PCAWG Structural Variation Working Group*,
Chad J. Creighton & PCAWG Consortium*

In the published version of this paper, the members of the Pan-Cancer Analysis of Whole
Genomes (PCAWG) Consortium were listed in the Supplementary Information; however, these
members should have been included in themain paper. The original Article has been corrected
to include the members and affiliations of the PCAWG Consortium in the main paper; the
corrections have been made to the HTML version of the Article but not the PDF version. In the
PCAWG Transcriptome Working Group, the affiliation ‘BioForA, French National Institute for
Agriculture, Food, and Environment (INRAE),ONF,Orléans, France’ for Aurélien Chateignerwas
alsomissing. The original Article has been corrected. Additional corrections to affiliations have
beenmade to the PDF and HTML versions of the original Article for consistency of information
between the PCAWG list and the main paper.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or
format, as long as you give appropriate credit to the original author(s) and the source, provide a
link to the Creative Commons license, and indicate if changes were made. The images or other
third party material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the article’s
Creative Commons license and your intended use is not permitted by statutory regulation or
exceeds the permitted use, youwill need to obtain permission directly from the copyright holder.
To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.

© The Author(s) 2022

Correction to: Nature Communications
https://doi.org/10.1038/s41467-019-13885-w,
published online 05 February 2020

https://doi.org/10.1038/s41467-022-32333-w

Check for updates

*Lists of authors and their affiliations appear online.
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